RNHKT/PTO22DEC 2005 



1 C&R-100 

SEQUENCE LISTING 

<110> ARES TRADING S.A. 

<120> Alpha Macroglobin Family Members 

<130> P032079WO 

<140> PCT/GB03/04 500 
<141> 2003-10-16 

<150> GB0224116.4 
<151> 2002-10-16 

<160> 140 

<170> SeqWin99, version 1.02 

<210> 1 

<211> 157 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gttcctcagg ccagatctga cccactggca tttattacat tttctgctaa aggagccact 60 

ctcaacctgg aagagaggag atctgtggca atcagatcca gagagaatgt ggtcttcgta 120 

cagactgata aacccaccta caagcctgga cagaaag 157 

<210> 2 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Val Pro Gin Ala Arg Ser Asp Pro Leu Ala Phe lie Thr Phe Ser Ala 
1 5 10 15 

Lys Gly Ala Thr Leu Asn Leu Glu Glu Arg Arg Ser Val Ala lie Arg 
20 25 30 

Ser Arg Glu Asn Val Val Phe Val Gin Thr Asp Lys Pro Thr Tyr Lys 
35 40 45 

Pro Gly Gin Lys Val 
50 

<210> 3 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ttcatatatt aacattattt ttatttttat ttcagtatcc agtgatcacc cttcag 56 
<210> 4 
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2 C&R-100 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 4 

His lie Leu Thr Leu Phe Leu Phe Leu Phe Gin Tyr Pro Val lie Thr 
15 10 15 

Leu Gin 



<210> 5 

<211> 169 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gatcctcaaa acaatcggat ttttcaaagg caaaatgtga cttctttccg aaatattacc 60 

caactctcgt tccaactgat ttcagaacca atgtttggag attactggat tgttgtgaaa 120 

agaaactcaa gggagacagt gacacaccaa tttgctgtta aaagatatg 169 

<210> 6 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Asp Pro Gin Asn Asn Arg lie Phe Gin Arg Gin Asn Val Thr Ser Phe 
15 10 15 

Arg Asn lie Thr Gin Leu Ser Phe Gin Leu He Ser Glu Pro Met Phe 
20 25 30 

Gly Asp Tyr Trp He Val Val Lys Arg Asn Ser Arg Glu Thr Val Thr 
35 40 45 

His Gin Phe Ala Val Lys Arg Tyr Val 
50 55 

<210> 7 

<211> 85 

<212> DNA 

<213> Homo sapiens 

<400> 7 

tgctgcccaa gtttgaagtt acagtcaatg caccacaaac agtaactatt tcagatgatg 60 
aattccaagt ggatgtatgt gctaa 85 

<210> 8 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Leu Pro Lys Phe Glu Val Thr Val Asn Ala Pro Gin Thr Val Thr He 
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15 10 15 

Ser Asp Asp Glu Phe Gin Val Asp Val Cys Ala Lys 
20 25 

<210> 9 

<211> 118 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gtacaacttt ggccaacctg tgcaagggga aacccaaatc cgggtgtgca gagagtattt 60 
ttcttcaagc aattgtgaga aaaatgaaaa tgaaatatgt gagcaattta ttgcacag 118 

<210> 10 

<211> 39 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Tyr Asn Phe Gly Gin Pro Val Gin Gly Glu Thr Gin lie Arg Val Cys 
15 10 15 

Arg Glu Tyr Phe Ser Ser Ser Asn Cys Glu Lys Asn Glu Asn Glu lie 
20 25 30 

Cys Glu Gin Phe lie Ala Gin 
35 

<210> 11 

<211> 112 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ttggaaaatg gttgtgtttc tcaaattgta aatacaaaag tcttccaact ctaccgttcg 60 
ggattgttca tgacatttca tgtcgctgta attgttacag aatctgggac ag 112 

<210> 12 

<211> 38 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Leu Glu Asn Gly Cys Val Ser Gin lie Val Asn Thr Lys Val Phe Gin 
15 10 15 

Leu Tyr Arg Ser Gly Leu Phe Met Thr Phe His Val Ala Val He Val 
20 25 30 

Thr Glu Ser Gly Thr Val 
35 

<210> 13 
<211> 110 



J:\C&R\100\Sequences\Nov05.doc 



4 C&R-100 

<212> DNA 

<213> Homo sapiens 

<400> 13 

ttatgcagat cagcgagaag acctcagttt ttatcactca attgcttgga actgtaaact 60 
ttgagaacat ggatacattc tatagaagag ggatttctta ttttggaact 110 

<210> 14 

<211> 36 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Gin He Ser Glu Lys Thr Ser Val Phe He Thr Gin Leu Leu Gly 
15 10 15 

Thr Val Asn Phe Glu Asn Met Asp Thr Phe Tyr Arg Arg Gly He Ser 
20 25 30 

Tyr Phe Gly Thr 
35 

<210> 15 

<211> 159 

<212> DNA 

<213> Homo sapiens 

<400> 15 

cttaaatttt cggatcccaa taatgtacct atggtgaaca agttgttgca actggagctc 60 

aatgatgaat ttataggaaa ttacactacg gatgagaatg gcgaagctca attttccatt 120 

gacacttcag acatatttga tccagagttc aacctaaaa 159 

<210> 16 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Leu Lys Phe Ser Asp Pro Asn Asn Val Pro Met Val Asn Lys Leu Leu 
1 5 10 15 

Gin Leu Glu Leu Asn Asp Glu Phe He Gly Asn Tyr Thr Thr Asp Glu 
20 25 30 

Asn Gly Glu Ala Gin Phe Ser He Asp Thr Ser Asp He Phe Asp Pro 
35 40 45 

Glu Phe Asn Leu Lys 
50 

<210> 17 

<211> 228 

<212> DNA 

<213> Homo sapiens 
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<400> 17 

gccacatatg ttcgacctga gagctgctat cttcccagct 

gatgctcact tcttagtctc acgcttttac tcccgaacca 

ccagaaccaa agcagcttga atgtaatcaa cagaaggttg 

aacagtgaag catatgagga tgattccaat gtaaagttct 

<210> 18 

<211> 76 

<212> PRT 

<213> Homo sapiens 



ggttgacgcc tcagtacttg 60 

acagcttcct gaagattgtt 120 

ttactgtgca ttactcccta 180 

tctatttg 228 



<400> 18 

Ala Thr Tyr Val Arg Pro Glu Ser Cys Tyr Leu 
1 5 10 



Pro Ser Trp Leu Thr 
15 



Pro Gin Tyr Leu Asp Ala His Phe Leu Val Ser 
20 25 



Arg Phe Tyr Ser Arg 
30 



Thr Asn Ser Phe Leu Lys lie Val Pro Glu Pro 
35 40 



Lys Gin Leu Glu Cys 
45 



Asn Gin Gin Lys Val Val Thr Val His Tyr Ser 
50 55 



Leu Asn Ser Glu Ala 
60 



Tyr Glu Asp Asp Ser Asn Val Lys Phe Phe Tyr 
65 70 75 



Leu 



<210> 19 

<211> 55 

<212> DNA 

<213> Homo sapiens 



<400> 19 

atgatggtaa aaggagctat cttactcagt ggacaaaagg aaatcagaaa caaag 



55 



<210> 20 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Met Val Lys Gly Ala lie Leu Leu Ser Gly Gin Lys Glu lie Arg 
15 10 15 

Asn Lys Ala 



<210> 21 

<211> 146 

<212> DNA 

<213> Homo sapiens 



<400> 21 

cctggaatgg aaacttctcg ttcccaatca gcatcagtgc tgatctggct cctgcagccg 
tcctgtttgt ctataccctt caccccagtg gggaaattgt ggctgacagt gtcagattcc 



60 
120 
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aggttgacaa gtgctttaaa cacaag 146 

<210> 22 

<211> 48 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Trp Asn Gly Asn Phe Ser Phe Pro He Ser He Ser Ala Asp Leu Ala 
15 10 15 

Pro Ala Ala Val Leu Phe Val Tyr Thr Leu His Pro Ser Gly Glu He 
20 25 30 

Val Ala Asp Ser Val Arg Phe Gin Val Asp Lys Cys Phe Lys His Lys 
35 40 45 



<210> 23 

<211> 150 

<212> DNA 

<213> Homo sapiens 

<400> 23 

gttaacataa agttctctaa cgagcagggc ttacctggtt ccaatgctag tctctgtctt 60 

caagcggcgc ctgtcttatt ctgtgccctc agggctgtgg ataggaatgt ccttctactg 120 

aaatctgaac aacagctgtc agctgaaagt 150 

<210> 24 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Val Asn He Lys Phe Ser Asn Glu Gin Gly Leu Pro Gly Ser Asn Ala 
15 10 15 

Ser Leu Cys Leu Gin Ala Ala Pro Val Leu Phe Cys Ala Leu Arg Ala 
20 25 30 

Val Asp Arg Asn Val Leu Leu Leu Lys Ser Glu Gin Gin Leu Ser Ala 
35 40 45 

Glu Ser 
50 

<210> 25 

<211> 171 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gtgtataaca tggttccaag tatagagccg tatggttatt tctaccatgg cctcaatctt 60 

gatgatggca aggaagaccc ttgcattcct cagagggata tgttctacaa tggtttatat 120 

tacacacctg taagcaacta tggggatgga gatatctata atattgtcag g 171 
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<210> 26 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Val Tyr Asn Met Val Pro Ser He Glu Pro Tyr Gly Tyr Phe Tyr His 
15 10 15 

Gly Leu Asn Leu Asp Asp Gly Lys Glu Asp Pro Cys He Pro Gin Arg 
20 25 30 

Asp Met Phe Tyr Asn Gly Leu Tyr Tyr Thr Pro Val Ser Asn Tyr Gly 
35 40 45 

Asp Gly Asp He Tyr Asn He Val Arg 
50 55 

<210> 27 

<211> 149 

<212> DNA 

<213> Homo sapiens 

<400> 27 

aacatgggtc taaaagtctt taccaatctc cattaccgaa aaccagaagt atgtgtgatg 60 

gagagaaggc tgccactccc taagccgctt tatctggaaa cagaaaatta tggtccaatg 120 

cgtagtgttc cgtctagaat tgcatgtag 149 

<210> 28 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Asn Met Gly Leu Lys Val Phe Thr Asn Leu His Tyr Arg Lys Pro Glu 
15 10 15 

Val Cys Val Met Glu Arg Arg Leu Pro Leu Pro Lys Pro Leu Tyr Leu 
20 25 30 

Glu Thr Glu Asn Tyr Gly Pro Met Arg Ser Val Pro Ser Arg He Ala 
35 40 45 

Cys Arg 
50 

<210> 29 

<211> 93 

<212> DNA 

<213> Homo sapiens 

<400> 29 

aggggagaat gctgactatg tagaacaggc tataattcaa acagtaagaa caaacttccc 60 
agagacatgg atgtgggacc tcgtcagtgt cga 93 
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<210> 30 

<211> 31 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Gly Glu Asn Ala Asp Tyr Val Glu Gin Ala He He Gin Thr Val Arg 
15 10 15 

Thr Asn Phe Pro Glu Thr Trp Met Trp Asp Leu Val Ser Val Asp 
20 25 30 

<210> 31 

<211> 229 

<212> DNA 

<213> Homo sapiens 

<400> 31 

ttcctcaggc tctgccaatc tttcgttcct cattcctgat acgataaccc aatgggaggc 60 

aagtggcttt tgtgtgaatg gtgacgttgg atttggcatt tcctctacaa ccactctaga 120 

agtctcccaa cctttcttta ttgagattgc ctcacccttt tcggttgttc aaaatgaaca 180 

atttgatttg attgtcaatg tcttcagcta ccggaataca tgtgtagag 229 

<210> 32 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Ser Ser Gly Ser Ala Asn Leu Ser Phe Leu He Pro Asp Thr He Thr 
1 ~ 5 10 15 

Gin Trp Glu Ala Ser Gly Phe Cys Val Asn Gly Asp Val Gly Phe Gly 
20 25 30 

He Ser Ser Thr Thr Thr Leu Glu Val Ser Gin Pro Phe Phe He Glu 
35 40 45 

He Ala Ser Pro Phe Ser Val Val Gin Asn Glu Gin Phe Asp Leu He 
50 55 60 

Val Asn Val Phe Ser Tyr Arg Asn Thr Cys Val Glu 
65 70 75 

<210> 33 

<211> 130 

<212> DNA 

<213> Homo sapiens 

<400> 33 

atttctgttc aagtggagga gtctcagaat tatgaagcaa atattcatac cttgaaaatc 60 

aatggcagtg aggttattca agctggaggg aggaaaacaa acgtctggac tattatacct 120 
aagaaattgg 130 
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<210> 34 

<211> 44 

<212> PRT 

<213> Homo sapiens 

<400> 34 

lie Ser Val Gin Val Glu Glu Ser Gin Asn Tyr Glu Ala Asn He His 
15 10 15 

Thr Leu Lys He Asn Gly Ser Glu Val He Gin Ala Gly Gly Arg Lys 
20 25 30 

Thr Asn Val Trp Thr He He Pro Lys Lys Leu Gly 
35 40 

<210> 35 

<211> 119 

<212> DNA 

<213> Homo sapiens 

<400> 35 

gtaaagtgaa tatcactgta gttgctgagt ccaaacaaag cagtgcttgc ccaaatgaag 60 
gaatggagca gcaaaagcta aactggaaag acactgtggt ccaaagcttc ttagtagag 119 

<210> 36 

<211> 39 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Lys Val Asn He Thr Val Val Ala Glu Ser Lys Gin Ser Ser Ala Cys 
15 10 15 

Pro Asn Glu Gly Met Glu Gin Gin Lys Leu Asn Trp Lys Asp Thr Val 
20 25 30 

Val Gin Ser Phe Leu Val Glu 
35 

<210> 37 

<211> 52 

<212> DNA 

<213> Homo sapiens 

<400> 37 

cctgaaggta ttgaaaagga aaggacccag agtttcctta tctgtacaga ag 52 

<210> 38 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Pro Glu Gly He Glu Lys Glu Arg Thr Gin Ser Phe Leu He Cys Thr 
1 4 5 10 15 
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Glu Gly 



<210> 39 

<211> 84 

<212> DNA 

<213> Homo sapiens 

<400> 39 

gtgccaaagc ctccaagcag ggagttttgg acttgccaaa cgatgtagta gaagggtcag 60 
ccagaggctt tttcactgtt gtgg 84 

<210> 40 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Ala Lys Ala Ser Lys Gin Gly Val Leu Asp Leu Pro Asn Asp Val Val 
15 10 15 

Glu Gly Ser Ala Arg Gly Phe Phe Thr Val Val Gly 
20 25 

<210> 41 

<211> 174 

<212> DNA 

<213> Homo sapiens 

<400> 41 

gggatattct aggacttgcc ttgcagaatc tggttgttct ccaaatgccc tatggaagtg 60 

gagagcagaa tgctgcccta ctagcatctg atacttatgt tctggactat ctgaaatcta 120 

ctgagcaact gacagaggaa gttcaatcta aggctttctt tctcttatct aatg 174 

<210> 42" 

<211> 58 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Asp lie Leu Gly Leu Ala Leu Gin Asn Leu Val Val Leu Gin Met Pro 
15 10 15 

Tyr Gly Ser Gly Glu Gin Asn Ala Ala Leu Leu Ala Ser Asp Thr Tyr 
20 25 30 

Val Leu Asp Tyr Leu Lys Ser Thr Glu Gin Leu Thr Glu Glu Val Gin 
35 ' 40 45 

Ser Lys Ala Phe Phe Leu Leu Ser Asn Gly 
50 55 

<210> 43 
<211> 82 
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<212> DNA 

<213> Homo sapiens 

<400> 43 

gttatcaaag gcaattatct ttcaaaaact ctgatggttc ctatagtgtg ttttggcagc 60 
agagtcagaa aggaagcata tg 82 

<210> 44 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Tyr Gin Arg Gin Leu Ser Phe Lys Asn Ser Asp Gly Ser Tyr Ser Val 
15 10 15 

Phe Trp Gin Gin Ser Gin Lys Gly Ser He Cys 
20 25 

<210> 45 

<211> 151 

<212> DNA 

<213> Homo sapiens 

<400> 45 

tgctcttact tttaagacat tggagagaat gaaaaaatat gtattcattg atgaaaatgt 60 

tcaaaaacag accttaatct ggctttcaag ccaacagaaa acaagcggct gctttaagaa 120 

tgatggccag cttttcaacc acgcctggga g 151 

<210> 46 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Ala Leu Thr Phe Lys Thr Leu Glu Arg Met Lys Lys Tyr Val Phe He 
15 10 15 

Asp Glu Asn Val Gin Lys Gin Thr Leu He Trp Leu Ser Ser Gin Gin 
20 " 25 30 

Lys Thr Ser Gly Cys Phe Lys Asn Asp Gly Gin Leu Phe Asn His Ala 
35 ' 40 45 

Trp Glu 
50 

<210> 47 

<211> 75 

<212> DNA 

<213> Homo sapiens 

<400> 47 

ggtggagatg aagaggacat ttcactcact gcgtatgttg ttgggatgtt ctttgaagct 60 
gggctcaatt tcact 75 
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<210> 48 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Gly Gly Asp Glu Glu Asp He Ser Leu Thr Ala Tyr Val Val Gly Met 
15 10 15 

Phe Phe Glu Ala Gly Leu Asn Phe Thr 
20 25 

<210> 49 

<211> 166 

<212> DNA 

<213> Homo sapiens 

<400> 49 

tttcctgctc tacgaaacgc actcttttgc cttgaagcgg cattggacag tggtgtcact 60 

aatggctata atcatgcaat tctagcttat gcttttgcct tagctggaaa agagaagcaa 120 

gtggaatctt tactccaaac cctggatcaa tctgccccaa aactaa 166 

<210> 50 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Phe Pro Ala Leu Arg Asn Ala Leu Phe Cys Leu Glu Ala Ala Leu Asp 
1 5 10 15 

Ser Gly Val Thr Asn Gly Tyr Asn His Ala He Leu Ala Tyr Ala Phe 
20 " ' 25 30 

Ala Leu Ala Gly Lys Glu Lys Gin Val Glu Ser Leu Leu Gin Thr Leu 
35 40 45 

Asp Gin Ser Ala Pro Lys Leu Asn 
50 55 

<210> 51 

<211> 212 

<212> DNA 

<213> Homo sapiens 

<400> 51 

ataatgtcat ctactgggaa agagaaagga aacccaagac agaagaattt ccatccttta 60 

ttccctgggc accttctgct cagactgaga agagttgcta cgtgctgttg gctgtcattt 120 

cccggaaaat tcctgacctc acctatgcta gtaagattgt gcagtggctt gcccaacgga 180 

tgaattccca tggaggcttt tcttccaacc ag 212 



<210> 
<211> 
<212> 



52 
70 
PRT 
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<213> Homo sapiens 
<400> 52 

Asn Val He Tyr Trp Glu Arg Glu Arg Lys Pro Lys Thr Glu Glu Phe 
15 10 15 

Pro Ser Phe He Pro Trp Ala Pro Ser Ala Gin Thr Glu Lys Ser Cys 
20 25 30 

Tyr Val Leu Leu Ala Val He Ser Arg Lys He Pro Asp Leu Thr Tyr 
35 40 45 

Ala Ser Lys He Val Gin Trp Leu Ala Gin Arg Met Asn Ser His Gly 
50 55 60 

Gly Phe Ser Ser Asn Gin 
65 70 

<210> 53 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 53 

gaaactgcag tttgtcttct tgccataacc cgctacataa ccc 43 

<210> 54 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Glu Thr Ala Val Cys Leu Leu Ala He Thr Arg Tyr He Thr Gin 
15 10 15 

<210> 55 

<211> 170 

<212> DNA 

<213> Homo sapiens 

<400> 55 

aggggctctt ctctaaggat caaaacactg tcacctttag cagtgaagga tccagtgaga 60 

ttttccaggt taacggtcat aaccgcctac tggtccaacg ttcagaagta acacaggcac 120 

ctggagaata cacagtagat gtggaaggac acggttgtac atttatccag 170 

<210> 56 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Gly Leu Phe Ser Lys Asp Gin Asn Thr Val Thr Phe Ser Ser Glu Gly 
1 5 10 15 

Ser Ser Glu lie Phe Gin Val Asn Gly His Asn Arg Leu Leu Val Gin 
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20 25 30 

Arg Ser Glu Val Thr Gin Ala Pro Gly Glu Tyr Thr Val Asp Val Glu 
35 40 45 

Gly His Gly Cys Thr Phe He Gin 
50 "* 55 

<210> 57 

<211> 113 

<212> DNA 

<213> Homo sapiens 

<400> 57 

gccaccctta agtacaatgt tctcctacct aagaaggcat ctggattttc tctttccttg 60 
gaaatagtaa agaactactc ttcgactgct tttgacctca cagtgaccct caa 113 

<210> 58 

<211> 38 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Ala Thr Leu Lys Tyr Asn Val Leu Leu Pro Lys Lys Ala Ser Gly Phe 
1 5 10 15 

Ser Leu Ser Leu Glu He Val Lys Asn Tyr Ser Ser Thr Ala Phe Asp 
20 25 30 

Leu Thr Val Thr Leu Lys 
35 

<210> 59 

<211> 91 

<212> DNA 

<213> Homo sapiens 

<400> 59 

atacactgga attcgcaata aatccagtat ggtggttata gatgtaaaaa tgctatcagg 60 
atttactcca accatgtcat ccattgaaga g 91 

<210> 60 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Tyr Thr Gly He Arg Asn Lys Ser Ser Met Val Val He Asp Val Lys 
1 ~ 5 10 15 

Met Leu Ser Gly Phe Thr Pro Thr Met Ser Ser He Glu Glu 
20 25 30 

<210> 61 
<211> 69 
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<212> DNA 

<213> Homo sapiens 

<400> 61 

cttgaaaaca agggccaagt gatgaagact gaagtcaaga atgaccatgt tcttttctac 60 
ttggaaaat 69 

<210> 62 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Leu Glu Asn Lys Gly Gin Val Met Lys Thr Glu Val Lys Asn Asp His 
1 5 10 15 

Val Leu Phe Tyr Leu Glu Asn 
20 

<210> 63 

<211> 103 

<212> DNA 

<213> Homo sapiens 

<400> 63 

ggttttggtc gagcagacag tttccctttt tctgttgagc agagcaacct tgtgttcaac 60 
attcagccag ccccagccat ggtctacgat tattacgaaa aag 103 

<210> 64 

<211> 35 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Gly Phe Gly Arg Ala Asp Ser Phe Pro Phe Ser Val Glu Gin Ser Asn 
15 10 15 

Leu Val Phe Asn He Gin Pro Ala Pro Ala Met Val Tyr Asp Tyr Tyr 
20 25 30 

Glu Lys Glu 
35 

<210> 65 

<211> 53 

<212> DNA 

<213> Homo sapiens 

<400> 65 

aagaatatgc cctagctttt tacaacatcg acagtagttc agtttcccag tga 53 

<210> 66 

<211> 16 

<212> PRT 

<213> Homo sapiens 
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<400> 66 

Glu Tyr Ala Leu Ala Phe Tyr Asn He Asp Ser Ser Ser Val Ser Gin 
15 10 15 



<210> 67 

<211> 4074 

<212> DNA 

<213> Homo sapiens 

<400> 67 

gttcctcagg ccagatctga cccactggca tttattacat tttctgctaa aggagccact 



60 

ctcaacctgg aagagaggag atctgtggca atcagatcca gagagaatgt ggtcttcgta 120 

cagactgata aacccaccta caagcctgga cagaaagttc atatattaac attattttta 180 

tttttatttc agtatccagt gatcaccctt caggatcctc aaaacaatcg gatttttcaa 240 

aggcaaaatg tgacttcttt ccgaaatatt acccaactct cgttccaact gatttcagaa 300 

ccaatgtttg gagattactg gattgttgtg aaaagaaact caagggagac agtgacacac 360 

caatttgctg ttaaaagata tgtgctgccc aagtttgaag ttacagtcaa tgcaccacaa 420 

acagtaacta tttcagatga tgaattccaa gtggatgtat gtgctaagta caactttggc 480 

caacctgtgc aaggggaaac ccaaatccgg gtgtgcagag agtatttttc ttcaagcaat 540 

tgtgagaaaa atgaaaatga aatatgtgag caatttattg cacagttgga aaatggttgt 600 

gtttctcaaa ttgtaaatac aaaagtcttc caactctacc gttcgggatt gttcatgaca 660 

tttcatgtcg ctgtaattgt tacagaatct gggacagtta tgcagatcag cgagaagacc 720 

tcagttttta tcactcaatt gcttggaact gtaaactttg agaacatgga tacattctat 780 

agaagaggga tttcttattt tggaactctt aaattttcgg atcccaataa tgtacctatg 840 

960 
1020 
1080 



gtgaacaagt tgttgcaact ggagctcaat gatgaattta taggaaatta cactacggat 
gagaatggcg aagctcaatt ttccattgac acttcagaca tatttgatcc agagttcaac 
ctaaaagcca catatgttcg acctgagagc tgctatcttc ccagctggtt gacgcctcag 
tacttggatg ctcacttctt agtctcacgc ttttactccc gaaccaacag cttcctgaag 
attgttccag aaccaaagca gcttgaatgt aatcaacaga aggttgttac tgtgcattac 1140 
tccctaaaca gtgaagcata tgaggatgat tccaatgtaa agttcttcta tttgatgatg 1200 
gtaaaaggag ctatcttact cagtggacaa aaggaaatca gaaacaaagc ctggaatgga 1260 
aacttctcgt tcccaatcag catcagtgct gatctggctc ctgcagccgt cctgtttgtc 1320 
tatacccttc accccagtgg ggaaattgtg gctgacagtg tcagattcca ggttgacaag 1380 
tgctttaaac acaaggttaa cataaagttc tctaacgagc agggcttacc tggttccaat 1440 
gctagtctct gtcttcaagc ggcgcctgtc ttattctgtg ccctcagggc tgtggatagg 1500 
aatgtccttc tactgaaatc tgaacaacag ctgtcagctg aaagtgtgta taacatggtt 1560 
ccaaqtatag agccgtatgg ttatttctac catggcctca atcttgatga tggcaaggaa 1620 

1680 
1740 
1800 
1860 



gacccttgca ttcctcagag ggatatgttc tacaatggtt tatattacac acctgtaagc 
aactatgggg atggagatat ctataatatt gtcaggaaca tgggtctaaa agtctttacc 
aatctccatt accgaaaacc agaagtatgt gtgatggaga gaaggctgcc actccctaag 
ccgctttatc tggaaacaga aaattatggt ccaatgcgta gtgttccgtc tagaattgca 
tataqaqqqq aqaatqctga ctatgtagaa caggctataa ttcaaacagt aagaacaaac 1920 
J ' ' * ' " ' ' ! 1980 

2040 
2100 
2160 
2220 
2280 



ttcccagaga catggatgtg ggacctcgtc agtgtcgatt cctcaggctc tgccaatctt 

tcgttcctca ttcctgatac gataacccaa tgggaggcaa gtggcttttg tgtgaatggt 

gacgttggat ttggcatttc ctctacaacc actctagaag tctcccaacc tttctttatt 

gagattgcct cacccttttc ggttgttcaa aatgaacaat ttgatttgat tgtcaatgtc 

ttcagctacc ggaatacatg tgtagagatt tctgttcaag tggaggagtc tcagaattat 

gaagcaaata ttcatacctt gaaaatcaat ggcagtgagg ttattcaagc tggagggagg 

aaaacaaacg tctggactat tatacctaag aaattgggta aagtgaatat cactgtagtt 2340 

gctgagtcca aacaaagcag tgcttgccca aatgaaggaa tggagcagca aaagctaaac 2400 

tggaaagaca ctgtggtcca aagcttctta gtagagcctg aaggtattga aaaggaaagg 2460 

acccagagtt tccttatctg tacagaaggt gccaaagcct ccaagcaggg agttttggac 2520 

ttgccaaacg atgtagtaga agggtcagcc agaggctttt tcactgttgt gggggatatt 2580 
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ctaggacttg ccttgcagaa tctggttgtt ctccaaatgc cctatggaag tggagagcag 2640 
aatgctgccc tactagcatc tgatacttat gttctggact atctgaaatc tactgagcaa 2700 
ctgacagagg aagttcaatc taaggctttc tttctcttat ctaatggtta tcaaaggcaa 2760 
ttatctttca aaaactctga tggttcctat agtgtgtttt ggcagcagag tcagaaagga 2820 
agcatatgtg ctcttacttt taagacattg gagagaatga aaaaatatgt attcattgat 
gaaaatgttc aaaaacagac cttaatctgg ctttcaagcc aacagaaaac aagcggctgc 
tttaagaatg atggccagct tttcaaccac gcctgggagg gtggagatga agaggacatt 
tcactcactg cgtatgttgt tgggatgttc tttgaagctg ggctcaattt cacttttcct 3060 
gctctacgaa acgcactctt ttgccttgaa gcggcattgg acagtggtgt cactaatggc 3120 
tataatcatg caattctagc ttatgctttt gccttagctg gaaaagagaa gcaagtggaa 3180 
tctttactcc aaaccctgga tcaatctgcc ccaaaactaa ataatgtcat ctactgggaa 3240 
agagaaagga aacccaagac agaagaattt ccatccttta ttccctgggc accttctgct 3300 
cagactgaga agagttgcta cgtgctgttg gctgtcattt cccggaaaat tcctgacctc 3360 
acctatgcta gtaagattgt gcagtggctt gcccaacgga tgaattccca tggaggcttt 3420 
tcttccaacc aggaaactgc agtttgtctt cttgccataa cccgctacat aacccagggg 3480 
ctcttctcta aggatcaaaa cactgtcacc tttagcagtg aaggatccag tgagattttc 3540 

3600 
3660 
3720 



caggttaacg gtcataaccg cctactggtc caacgttcag aagtaacaca ggcacctgga 

gaatacacag tagatgtgga aggacacggt tgtacattta tccaggccac ccttaagtac 

aatgttctcc tacctaagaa ggcatctgga ttttctcttt ccttggaaat agtaaagaac 

tactcttcga ctgcttttga cctcacagtg accctcaaat acactggaat tcg'caataaa 3780 

tccagtatgg tggttataga tgtaaaaatg ctatcaggat ttactccaac catgtcatcc 3840 

attgaagagc ttgaaaacaa gggccaagtg atgaagactg aagtcaagaa tgaccatgtt 3900 

cttttctact tggaaaatgg ttttggtcga gcagacagtt tccctttttc tgttgagcag 3960 

agcaaccttg tgttcaacat tcagccagcc ccagccatgg tctacgatta ttacgaaaaa 4020 

gaagaatatg ccctagcttt ttacaacatc gacagtagtt cagtttccca gtga 4074 

<210> 68 

<211> 1357 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Val Pro Gin Ala Arg Ser Asp Pro Leu Ala Phe He Thr Phe Ser Ala 
15 10 15 

Lys Gly Ala Thr Leu Asn Leu Glu Glu Arg Arg Ser Val Ala He Arg 
20 25 30 

Ser Arg Glu Asn Val Val Phe Val Gin Thr Asp Lys Pro Thr Tyr Lys 
35 40 45 

Pro Gly Gin Lys Val His He Leu Thr Leu Phe Leu Phe Leu Phe Gin 
50 55 60 

Tyr Pro Val He Thr Leu Gin Asp Pro Gin Asn Asn Arg He Phe Gin 
65 70 75 80 

Arg Gin Asn Val Thr Ser Phe Arg Asn He Thr Gin Leu Ser Phe Gin 
85 90 95 

Leu He Ser Glu Pro Met Phe Gly Asp Tyr Trp He Val Val Lys Arg 
100 105 110 

Asn Ser Arg Glu Thr Val Thr His Gin Phe Ala Val Lys Arg Tyr Val 
115 120 125 
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Leu Pro Lys Phe Glu Val Thr Val Asn Ala Pro Gin Thr Val Thr He 
130 135 140 

Ser Asp Asp Glu Phe Gin Val Asp Val Cys Ala Lys Tyr Asn Phe Gly 
145 150 155 160 

Gin Pro Val Gin Gly Glu Thr Gin He Arg Val Cys Arg Glu Tyr Phe 
165 170 175 

Ser Ser Ser Asn Cys Glu Lys Asn Glu Asn Glu He Cys Glu Gin Phe 
180 ' 185 190 

He Ala Gin Leu Glu Asn Gly Cys Val Ser Gin He Val Asn Thr Lys 
195 200 205 

Val Phe Gin Leu Tyr Arg Ser Gly Leu Phe Met Thr Phe His Val Ala 
210 215 220 

Val He Val Thr Glu Ser Gly Thr Val Met Gin He Ser Glu Lys Thr 
225 230 235 240 

Ser Val Phe He Thr Gin Leu Leu Gly Thr Val Asn Phe Glu Asn Met 
245 250 255 

Asp Thr Phe Tyr Arg Arg Gly He Ser Tyr Phe Gly Thr Leu Lys Phe 
260 265 270 

Ser Asp Pro Asn Asn Val Pro Met Val Asn Lys Leu Leu Gin Leu Glu 
275 280 285 

Leu Asn Asp Glu Phe He Gly Asn Tyr Thr Thr Asp Glu Asn Gly Glu 
290 295 300 

Ala Gin Phe Ser He Asp Thr Ser Asp He Phe Asp Pro Glu Phe Asn 
305 310 315 320 

Leu Lys Ala Thr Tyr Val Arg Pro Glu Ser Cys Tyr Leu Pro Ser Trp 
325 330 335 

Leu Thr Pro Gin Tyr Leu Asp Ala His Phe Leu Val Ser Arg Phe Tyr 
340 345 350 

Ser Arg Thr Asn Ser Phe Leu Lys He Val Pro Glu Pro Lys Gin Leu 
355 360 365 

Glu Cys Asn Gin Gin Lys Val Val Thr Val His Tyr Ser Leu Asn Ser 
370 375 380 

Glu Ala Tyr Glu Asp Asp Ser Asn Val Lys Phe Phe Tyr Leu Met Met 
385 ^ 390 395 400 

Val Lys Gly Ala He Leu Leu Ser Gly Gin Lys Glu He Arg Asn Lys 
405 410 415 
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Ala Trp Asn Gly Asn Phe Ser Phe Pro lie Ser lie Ser Ala Asp Leu 
420 425 430 

Ala Pro Ala Ala Val Leu Phe Val Tyr Thr Leu His Pro Ser Gly Glu 
435 440 445 

He Val Ala Asp Ser Val Arg Phe Gin Val Asp Lys Cys Phe Lys His 
450 455 460 

Lys Val Asn He Lys Phe Ser Asn Glu Gin Gly Leu Pro Gly Ser Asn 
465 470 475 480 

Ala Ser Leu Cys Leu Gin Ala Ala Pro Val Leu Phe Cys Ala Leu Arg 
485 490 495 

Ala Val Asp Arg Asn Val Leu Leu Leu Lys Ser Glu Gin Gin Leu Ser 
500 505 510 

Ala Glu Ser Val Tyr Asn Met Val Pro Ser He Glu Pro Tyr Gly Tyr 
515 " 520 525 

Phe Tyr His Gly Leu Asn Leu Asp Asp Gly Lys Glu Asp Pro Cys He 
530 " 535 540 

Pro Gin Arg Asp Met Phe Tyr Asn Gly Leu Tyr Tyr Thr Pro Val Ser 
545 550 555 560 

Asn Tyr Gly Asp Gly Asp He Tyr Asn He Val Arg Asn Met Gly Leu 
565 570 575 

Lys Val Phe Thr Asn Leu His Tyr Arg Lys Pro Glu Val Cys Val Met 
580 585 590 

Glu Arg Arg Leu Pro Leu Pro Lys Pro Leu Tyr Leu Glu Thr Glu Asn 
595 600 605 

Tyr Gly Pro Met Arg Ser Val Pro Ser Arg He Ala Cys Arg Gly Glu 
610 615 620 

Asn Ala Asp Tyr Val Glu Gin Ala He He Gin Thr Val Arg Thr Asn 
625 . 630 635 640 

Phe Pro Glu Thr Trp Met Trp Asp Leu Val Ser Val Asp Ser Ser Gly 
645 650 655 

Ser Ala Asn Leu Ser Phe Leu He Pro Asp Thr He Thr Gin Trp Glu 
660 665 670 

Ala Ser Gly Phe Cys Val Asn Gly Asp Val Gly Phe Gly He Ser Ser 
675 680 685 

Thr Thr Thr Leu Glu Val Ser Gin Pro Phe Phe He Glu He Ala Ser 
690 695 700 



Pro Phe Ser Val Val Gin Asn Glu Gin Phe Asp Leu He Val Asn Val 
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705 710 715 720 

Phe Ser Tyr Arg Asn Thr Cys Val Glu He Ser Val Gin Val Glu Glu 
725 730 735 

Ser Gin Asn Tyr Glu Ala Asn He His Thr Leu Lys He Asn Gly Ser 
740 745 750 

Glu Val He Gin Ala Gly Gly Arg Lys Thr Asn Val Trp Thr He He 
755 760 765 

Pro Lys Lys Leu Gly Lys Val Asn He Thr Val Val Ala Glu Ser Lys 
770 775 780 

Gin Ser Ser Ala Cys Pro Asn Glu Gly Met Glu Gin Gin Lys Leu Asn 
785 790 795 800 

Trp Lys Asp Thr Val Val Gin Ser Phe Leu Val Glu Pro Glu Gly He 
805 810 815 

Glu Lys Glu Arg Thr Gin Ser Phe Leu He Cys Thr Glu Gly Ala Lys 
820 825 830 

Ala Ser Lys Gin Gly Val Leu Asp Leu Pro Asn Asp Val Val Glu Gly 
835 840 845 

Ser Ala Arg Gly Phe Phe Thr Val Val Gly Asp He Leu Gly Leu Ala 
850 " 855 860 

Leu Gin Asn Leu Val Val Leu Gin Met Pro Tyr Gly Ser Gly Glu Gin 
865 870 875 880 

Asn Ala Ala Leu Leu Ala Ser Asp Thr Tyr Val Leu Asp Tyr Leu Lys 
885 890 895 

Ser Thr Glu Gin Leu Thr Glu Glu Val Gin Ser Lys Ala Phe Phe Leu 
900 905 910 

Leu Ser Asn Gly Tyr Gin Arg Gin Leu Ser Phe Lys Asn Ser Asp Gly 
915 ~ " 920 925 

Ser Tyr Ser Val Phe Trp Gin Gin Ser Gin Lys Gly Ser lie Cys Ala 
930 935 940 

Leu Thr Phe Lys Thr Leu Glu Arg Met Lys Lys Tyr Val Phe He Asp 
945 950 955 960 

Glu Asn Val Gin Lys Gin Thr Leu He Trp Leu Ser Ser Gin Gin Lys 
965 970 975 

Thr Ser Gly Cys Phe Lys Asn Asp Gly Gin Leu Phe Asn His Ala Trp 
980 985 990 

Glu Gly Gly Asp Glu Glu Asp He Ser Leu Thr Ala Tyr Val Val Gly 
995 1000 1005 
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Met Phe Phe Glu Ala Gly Leu Asn Phe Thr Phe Pro Ala Leu Arg Asn 
1010 1015 1020 

Ala Leu Phe Cys Leu Glu Ala Ala Leu Asp Ser Gly Val Thr Asn Gly 
1025 1030 1035 1040 

Tyr Asn His Ala He Leu Ala Tyr Ala Phe Ala Leu Ala Gly Lys Glu 
1045 1050 1055 

Lys Gin Val Glu Ser Leu Leu Gin Thr Leu Asp Gin Ser Ala Pro Lys 
1060 1065 1070 

Leu Asn Asn Val He Tyr Trp Glu Arg Glu Arg Lys Pro Lys Thr Glu 
1075 1080 1085 

Glu Phe Pro Ser Phe He Pro Trp Ala Pro Ser Ala Gin Thr Glu Lys 
1090 1095 1100 

Ser Cys Tyr Val Leu Leu Ala Val He Ser Arg Lys He Pro Asp Leu 
1105 " 1110 1115 1120 

Thr Tyr Ala Ser Lys He Val Gin Trp Leu Ala Gin Arg Met Asn Ser 
1125 1130 1135 

His Gly Gly Phe Ser Ser Asn Gin Glu Thr Ala Val Cys Leu Leu Ala 
1140 1145 1150 

He Thr Arg Tyr He Thr Gin Gly Leu Phe Ser Lys Asp Gin Asn Thr 
1155 1160 1165 

Val Thr Phe Ser Ser Glu Gly Ser Ser Glu He Phe Gin Val Asn Gly 
1170 1175 1180 

His Asn Arg Leu Leu Val Gin Arg Ser Glu Val Thr Gin Ala Pro Gly 
1185 " 1190 1195 1200 

Glu Tyr Thr Val Asp Val Glu Gly His Gly Cys Thr Phe He Gin Ala 
1205 1210 1215 

Thr Leu Lys Tyr Asn Val Leu Leu Pro Lys Lys Ala Ser Gly Phe Ser 
1220 1225 1230 

Leu Ser Leu Glu He Val Lys Asn Tyr Ser Ser Thr Ala Phe Asp Leu 
1235 1240 1245 

Thr Val Thr Leu Lys Tyr Thr Gly He Arg Asn Lys Ser Ser Met Val 
1250 1255 1260 

Val He Asp Val Lys Met Leu Ser Gly Phe Thr Pro Thr Met Ser Ser 
1265 1270 1275 1280 

He Glu Glu Leu Glu Asn Lys Gly Gin Val Met Lys Thr Glu Val Lys 
1285 1290 1295 
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Asn Asp His Val Leu Phe Tyr Leu Glu Asn Gly Phe Gly Arg Ala Asp 
1300 1305 1310 

Ser Phe Pro Phe Ser Val Glu Gin Ser Asn Leu Val Phe Asn lie Gin 
1315 1320 1325 

Pro Ala Pro Ala Met Val Tyr Asp Tyr Tyr Glu Lys Glu Glu Tyr Ala 
1330 1335 1340 

Leu Ala Phe Tyr Asn He Asp Ser Ser Ser Val Ser Gin 
1345 1350 1355 

<210> 69 

<211> 153 

<212> DNA 

<213> Homo sapiens 

<400> 69 

caggtttccc ttggcttctc cccctcccag cagcttccag gagcagaagt ggagctgcag 
ctgcaggcag ctcccggatc cctgtgtgcg ctccgggcgg tggatgagag tgtcttactg 
cttaggccag acagagagct gagcaaccgc tct 

<210> 70 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Gin Val Ser Leu Gly Phe Ser Pro Ser Gin Gin Leu Pro Gly Ala Glu 
1 5 10 15 

Val Glu Leu Gin Leu Gin Ala Ala Pro Gly Ser Leu Cys Ala Leu Arg 
20 25 30 

Ala Val Asp Glu Ser Val Leu Leu Leu Arg Pro Asp Arg Glu Leu Ser 
35 40 45 

Asn Arg Ser 
50 



60 

120 

153 



<210> 71 

<211> 195 

<212> DNA 

<213> Homo sapiens 



<400> 71 

gtctatggga tgtttccatt ctggtatggt cactacccct atcaagtggc tgagtatgat 

cagtgtccag tgtctggccc atgggacttt cctcagcccc tcattgaccc aatgccccaa 

gggcattcga gccagcgttc cattatctgg aggccctcgt tctctgaagg cacggacctt 

ttcagctttt tccgg 



60 
120 
180 
195 



<210> 72 

<211> 65 

<212> PRT 

<213> Homo sapiens 
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<4O0> 72 

Val Tyr Gly Met Phe Pro Phe Trp Tyr Gly His Tyr Pro Tyr Gin Val 
1 5 10 15 

Ala Glu Tyr Asp Gin Cys Pro Val Ser Gly Pro Trp Asp Phe Pro Gin 
20 25 30 

Pro Leu lie Asp Pro Met Pro Gin Gly His Ser Ser Gin Arg Ser lie 
35 40 45 

lie Trp Arg Pro Ser Phe Ser Glu Gly Thr Asp Leu Phe Ser Phe Phe 
50 55 60 

Arg 
65 

<210> 73 

<211> 91 

<212> DNA 

<213> Homo sapiens 

<400> 73 

gacgtgggcc tgaaaatact gtccaatgcc aaaatcaaga agccagtaga ttgcagtcac 60 
agatctccag aatacagcac tgctatgggt g 91 

<210> 74 

<211> 31 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Asp Val Gly Leu Lys lie Leu Ser Asn Ala Lys lie Lys Lys Pro Val 
15 10 15 

Asp Cys Ser His Arg Ser Pro Glu Tyr Ser Thr Ala Met Gly Ala 
20 ~ 25 30 

<210> 75 

<211> 115 

<212> DNA 

<213> Homo sapiens 

<400> 75 

caggcggtgg tcatccagag gcttttgagt catcaactcc tttacatcaa gcagaggatt 60 
ctcaggtccg ccagtacttc ccagagacct ggctctggga tctgtttcct attgg 115 

<210> 76 

<211> 38 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Gly Gly Gly His Pro Glu Ala Phe Glu Ser Ser Thr Pro Leu His Gin 
1 5 10 15 
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Ala Glu Asp Ser Gin Val Arg Gin Tyr Phe Pro Glu Thr Trp Leu Trp 
20 25 30 

Asp Leu Phe Pro lie Gly 
35 

<210> 77 

<211> 229 

<212> DNA • 

<213> Homo sapiens 

<400> 77 

taactcgggg aaggaggcgg tccacgtcac agttcctgac gccatcaccg agtggaaggc 60 

gatgagtttc tgcacttccc agtcaagagg cttcgggctt tcacccactg ttggactaac 120 

tgctttcaag ccgttctttg ttgacctgac tctcccttac tcagtagtcc gtggggaatc 180 

ctttcgtctt actgccacca tcttcaatta cctaaaggat tgcatcagg 229 

<210> 78 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Asn Ser Gly Lys Glu Ala Val His Val Thr Val Pro Asp Ala He Thr 
15 10 15 

Glu Trp Lys Ala Met Ser Phe Cys Thr Ser Gin Ser Arg Gly Phe Gly 
20 25 30 

Leu Ser Pro Thr Val Gly Leu Thr Ala Phe Lys Pro Phe Phe Val Asp 
35 40 45 

Leu Thr Leu Pro Tyr Ser Val Val Arg Gly Glu Ser Phe Arg Leu Thr 
50 ^ 55 60 

Ala Thr He Phe Asn Tyr Leu Lys Asp Cys He Arg 
65 70 75 

<210> 79 

<211> 127 

<212> DNA 

<213> Homo sapiens 

<400> 79 

gttcagactg acctggctaa atcgcatgag taccagctag aatcatgggc agattctcag 60 

acctccagtt gtctctgtgc tgatgacgca aaaacccacc actggaacat cacagctgtc 120 
aaattgg 127 

<210> 80 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 80 
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Val Gin Thr Asp Leu Ala Lys Ser His Glu Tyr Gin Leu Glu Ser Trp 
15 10 15 

Ala Asp Ser Gin Thr Ser Ser Cys Leu Cys Ala Asp Asp Ala Lys Thr 
20 25 30 

His His Trp Asn lie Thr Ala Val Lys Leu Gly 
35 40 

<210> 81 

<211> 122 

<212> DNA 

<213> Homo sapiens 

<400> 81 

gtcacattaa ctttactatt agtacaaaga ttctggacag caatgaacca tgtgggggcc 60 

agaaggggtt tgttccccaa aagggccgaa gtgacacgct catcaagcca gttctcgtca 120 

aa ^ 122 

<210> 82 

<211> 40 

<212> PRT 

<213> Homo sapiens 

<400> 82 

His lie Asn Phe Thr He Ser Thr Lys He Leu Asp Ser Asn Glu Pro 
15 10 15 

Cys Gly Gly Gin Lys Gly Phe Val Pro Gin Lys Gly Arg Ser Asp Thr 
20 25 30 

Leu He Lys Pro Val Leu Val Lys 
35 40 

<210> 83 

<211> 52 

<212> DNA 

<213> Homo sapiens 

<400> 83 

cctgagggag tcctggtgga gaagacacac agctcattgc tgtgcccaaa ag 52 

<210> 84 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 84 

Pro Glu Gly Val Leu Val Glu Lys Thr His Ser Ser Leu Leu Cys Pro 
15 10 15 

Lys Gly 



<210> 85 
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<211> 84 

<212> DNA 

<213> Homo sapiens 

<400> 85 

gaaaggtggc atctgaatct gtctccctgg agctcccagt ggacattgtt cctgactcga 60 
ccaaggctta tgttacggtt ctgg 84 

<210> 86 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 86 

Lys Val Ala Ser Glu Ser Val Ser Leu Glu Leu Pro Val Asp lie Val 
15 10 15 

Pro Asp Ser Thr Lys Ala Tyr Val Thr Val Leu Gly 
20 25 

<210> 87 

<211> 177 

<212> DNA 

<213> Homo sapiens 

<400> 87 

gagacattat gggcacagcc ctgcagaacc tggatggtct ggtgcagatg cccagtggct 60 

gtggcgagca gaacatggtc ttgtttgctc ccatcatcta tgtcttgcag tacctggaga 120 

aggcagggct gctgacggag gagatcaggt ctcgggcagt gggtttcctg gaaatag 177 

<210> 88 

<211> 59 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Asp He Met Gly Thr Ala Leu Gin Asn Leu Asp Gly Leu Val Gin Met 
1 5 10 15 

Pro Ser Gly Cys Gly Glu Gin Asn Met Val Leu Phe Ala Pro He He 
20 25 30 

Tyr Val Leu Gin Tyr Leu Glu Lys Ala Gly Leu Leu Thr Glu Glu He 
35 40 45 

Arg Ser Arg Ala Val Gly Phe Leu Glu He Gly 
50 55 

<210> 89 

<211> 82 

<212> DNA 

<213> Homo sapiens 

<400> 89 

ggtaccagaa ggagctgatg tacaaacaca gcaatggctc atacagtgcc tttggggagc 60 
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gagatggaaa tggaaacaca tg 82 

<210> 90 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Tyr Gin Lys Glu Leu Met Tyr Lys His Ser Asn Gly Ser Tyr Ser Ala 
1 5 10 15 

Phe Gly Glu Arg Asp Gly Asn Gly Asn Thr Trp 
20 25 

<210> 91 

<211> 157 

<212> DNA 

<213> Homo sapiens 

<400> 91 

gctgacagcg tttgtcacaa aatgctttgg ccaagctcag aaattcatct tcattgatcc 60 

caagaacatc caggatgctc tcaagtggat ggcaggaaac cagctcccca gtggctgcta 120 

tgccaacgtg ggaaatctcc ttcacacagc tatgaag 157 

<210> 92 

<211> 52 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Leu Thr Ala Phe Val Thr Lys. Cys Phe Gly Gin Ala Gin Lys Phe He 
15 10 15 

Phe He Asp Pro Lys Asn He Gin Asp Ala Leu Lys Trp Met Ala Gly 
20 25 30 

Asn Gin Leu Pro Ser Gly Cys Tyr Ala Asn Val Gly Asn Leu Leu His 
35 40 45 

Thr Ala Met Lys 
50 

<210> 93 

<211> 75 

<212> DNA 

<213> Homo sapiens 

<400> 93 

ggtggtgttg atgatgaggt ctccttgact gcgtatgtca cagctgcatt gctggagatg 60 
ggaaaggatg tagat 75 

<210> 94 

<211> 25 

<212> PRT 

<213> Homo sapiens 
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<400> 94 

Gly Gly Val Asp Asp Glu Val Ser Leu Thr Ala Tyr Val Thr Ala Ala 
15 10 15 

Leu Leu Glu Met Gly Lys Asp Val Asp 
20 25 

<210> 95 

<211> 163 

<212> DNA 

<213> Homo sapiens 

<400> 95 

gacccaatgg tgagtcaggg tctacggtgt ctcaagaatt cggccacctc cacgaccaac 60 

ctctacacac aggccctgtt ggcttacatt ttctccctgg ctggggaaat ggacatcaga 120 

aacattctcc ttaaacagtt agatcaacag gctatcatct cag 163 

<210> 96 

<211> 55 

<212> PRT 

<213> Homo sapiens 

<400> 96 

Asp Pro Met Val Ser Gin Gly Leu Arg Cys Leu Lys Asn Ser Ala Thr 
15 10 15 

Ser Thr Thr Asn Leu Tyr Thr Gin Ala Leu Leu Ala Tyr He Phe Ser 
20 25 30 

Leu Ala Gly Glu Met Asp He Arg Asn He Leu Leu Lys Gin Leu Asp 
35 40 45 

Gin Gin Ala He He Ser Gly 
50 55 

<210> 97 

<211> 215 

<212> DNA 

<213> Homo sapiens 

<400> 97 

gagaatccat ttactggagc cagaaaccta ctccatcatc gaacgccagc ccttggtctg 60 

agcctgcggc tgtagatgtg gaactcacag catatgcatt gttggcccag cttaccaagc 120 

ccagcctgac tcaaaaggag atagcgaagg ccactagcat agtggcttgg ttggccaagc 180 

aacacaatgc atatgggggc ttctcttcta ctcag 215 

<210> 98 

<211> 71 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Glu Ser He Tyr Trp Ser Gin Lys Pro Thr Pro Ser Ser Asn Ala Ser 
15 10 15 
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Pro Trp Ser Glu Pro Ala Ala Val Asp Val Glu Leu Thr Ala Tyr Ala 
20 25 30 

Leu Leu Ala Gin Leu Thr Lys Pro Ser Leu Thr Gin Lys Glu He Ala 
35 40 45 

Lys Ala Thr Ser He Val Ala Trp Leu Ala Lys Gin His Asn Ala Tyr 
50 55 60 

Gly Gly Phe Ser Ser Thr Gin 
65 70 

<210> 99 

<211> 216 

<212> DNA 

<213> Homo sapiens 

<400> 99 

gatactgtag ttgctctcca agctcttgcc aaatatgcca ctaccgccta catgccatct 60 

gaggagatca acctggttgt aaaatccact gagaatttcc agcgcacatt caacatacag 120 

tcagttaaca gattggtatt tcagcaggat accctgccca atgtccctgg aatgtacacg 180 

ttggaggcct caggccaggg ctgtgtctat gtgcag 216 

<210> 100 

<211> 72 

<212> PRT 

<213> Homo sapiens 

<400> 100 

Asp Thr Val Val Ala Leu Gin Ala Leu Ala Lys Tyr Ala Thr Thr Ala 
15 10 15 

Tyr Met Pro Ser Glu Glu He Asn Leu Val Val Lys Ser Thr Glu Asn 
20 25 30 

Phe Gin Arg Thr Phe Asn He Gin Ser Val Asn Arg Leu Val Phe Gin 
35 40 45 

Gin Asp Thr Leu Pro Asn Val Pro Gly Met Tyr Thr Leu Glu Ala Ser 
50 55 60 

Gly Gin Gly Cys Val Tyr Val Gin 
65 70 

<210> 101 

<211> 128 

<212> DNA 

<213> Homo sapiens 



<400> 101 

acggtgttga gatacaatat tctccctccc acaaatatga agacctttag tcttagtgtg 60 
gaaataggaa aagctagatg tgagcaaccg acttcacctc gatccttgac tctcactatt 
cacaccag 



120 
128 
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30 C&R-100 

<210> 102 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 102 

Thr Val Leu Arg Tyr Asn lie Leu Pro Pro Thr Asn Met Lys Thr Phe 
15 10 15 

Ser Leu Ser Val Glu He Gly Lys Ala Arg Cys Glu Gin Pro Thr Ser 
20 25 30 

Pro Arg Ser Leu Thr Leu Thr He His Thr Ser 
35 40 

<210> 103 

<211> 91 

<212> DNA 

<213> Homo sapiens 

<400> 103 

ttatgtgggg agccgtagct cttccaatat ggctattgtg gaagtgaaga tgctatctgg 60 
gttcagtccc atggagggca ccaatcagtt a 91 

<210> 104 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 104 

Tyr Val Gly Ser Arg Ser Ser Ser Asn Met Ala He Val Glu Val Lys 
1 5 " 10 15 

Met Leu Ser Gly Phe Ser Pro Met Glu Gly Thr Asn Gin Leu 
20 25 30 

<210> 105 

<211> 69 

<212> DNA 

<213> Homo sapiens 

<400> 105 

cttctccagc aacccctggt gaagaaggtt gaatttggaa ctgacacact taacatttac 60 
ttggatgag 69 

<210> 106 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 106 

Leu Leu Gin Gin Pro Leu Val Lys Lys Val Glu Phe Gly Thr Asp Thr 
15 10 15 

Leu Asn He Tyr Leu Asp Glu 
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20 



<210> 


107 


<211> 


103 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


107 


ctcattaaga acactcagac 



acaccttc accatcagcc aaagtgtgct ggtcaccaac 60 
ttgaaaccag caaccatcaa ggtctatgac tactacctac cag 103 

<210> 108 

<211> 35 

<212> PRT 

<213> Homo sapiens 

<400> 108 

Leu He Lys Asn Thr Gin Thr Tyr Thr Phe Thr He Ser Gin Ser Val 
15 10 15 

Leu Val Thr Asn Leu Lys Pro Ala Thr He Lys Val Tyr Asp Tyr Tyr 
20 25 30 

Leu Pro Asp 
35 

<210> 109 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 109 

atgaacaggc aacaattcag tattctgatc cctgtgaatg a 41 

<210> 110 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 110 

Glu Gin Ala Thr He Gin Tyr Ser Asp Pro Cys Glu 
1 5 10 

<210> 111 

<211> 2685 

<212> DNA 

<213> Homo sapiens 

<400> 111 

caggtttccc ttggcttctc cccctcccag cagcttccag gagcagaagt ggagctgcag 60 

ctgcaggcag ctcccggatc cctgtgtgcg ctccgggcgg tggatgagag tgtcttactg 120 

cttaggccag acagagagct gagcaaccgc tctgtctatg ggatgtttcc attctggtat 180 

ggtcactacc cctatcaagt ggctgagtat gatcagtgtc cagtgtctgg cccatgggac 240 

tttcctcagc ccctcattga cccaatgccc caagggcatt cgagccagcg ttccattatc 300 

tggaggccct cgttctctga aggcacggac cttttcagct ttttccggga cgtgggcctg 360 
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aaaatactgt ccaatgccaa aatcaagaag ccagtagatt gcagtcacag atctccagaa 420 

tacagcactg ctatgggtgc aggcggtggt catccagagg cttttgagtc atcaactcct 480 

ttacatcaag cagaggattc tcaggtccgc cagtacttcc cagagacctg gctctgggat 540 

ctgtttccta ttggtaactc ggggaaggag gcggtccacg tcacagttcc tgacgccatc 600 

accgagtgga aggcgatgag tttctgcact tcccagtcaa gaggcttcgg gctttcaccc 660 

actgttggac taactgcttt caagccgttc tttgttgacc tgactctccc ttactcagta 720 

gtccgtgggg aatcctttcg tcttactgcc accatcttca attacctaaa ggattgcatc 780 

agggttcaga ctgacctggc taaatcgcat gagtaccagc tagaatcatg ggcagattct 840 

cagacctcca gttgtctctg tgctgatgac gcaaaaaccc accactggaa catcacagct 900 

gtcaaattgg gtcacattaa ctttactatt agtacaaaga ttctggacag caatgaacca 960 

tgtgggggcc agaaggggtt tgttccccaa aagggccgaa gtgacacgct catcaagcca 1020 

gttctcgtca aacctgaggg agtcctggtg gagaagacac acagctcatt gctgtgccca 1080 

aaaggaaagg tggcatctga atctgtctcc ctggagctcc cagtggacat tgttcctgac 1140 

tcgaccaagg cttatgttac ggttctggga gacattatgg gcacagccct gcagaacctg 1200 

gatggtctgg tgcagatgcc cagtggctgt ggcgagcaga acatggtctt gtttgctccc 1260 

atcatctatg tcttgcagta cctggagaag gcagggctgc tgacggagga gatcaggtct 1320 

cgggcagtgg gtttcctgga aatagggtac cagaaggagc tgatgtacaa acacagcaat 1380 

ggctcataca gtgcctttgg ggagcgagat ggaaatggaa acacatggct gacagcgttt 1440 

gtcacaaaat gctttggcca agctcagaaa ttcatcttca ttgatcccaa gaacatccag 1500 

gatgctctca agtggatggc aggaaaccag ctccccagtg gctgctatgc caacgtggga 1560 

aatctccttc acacagctat gaagggtggt gttgatgatg aggtctcctt gactgcgtat 1620 

gtcacagctg cattgctgga gatgggaaag gatgtagatg acccaatggt gagtcagggt 1680 

ctacggtgtc tcaagaattc ggccacctcc acgaccaacc tctacacaca ggccctgttg 1740 

gcttacattt tctccctggc tggggaaatg gacatcagaa acattctcct taaacagtta 1800 

gatcaacagg ctatcatctc aggagaatcc atttactgga gccagaaacc tactccatca 1860 

tcgaacgcca gcccttggtc tgagcctgcg gctgtagatg tggaactcac agcatatgca 1920 

ttgttggccc agcttaccaa gcccagcctg actcaaaagg agatagcgaa ggccactagc 1980 

atagtggctt ggttggccaa gcaacacaat gcatatgggg gcttctcttc tactcaggat 2040 

actgtagttg ctctccaagc tcttgccaaa tatgccacta ccgcctacat gccatctgag 2100 

gagatcaacc tggttgtaaa atccactgag aatttccagc gcacattcaa catacagtca 2160 

gttaacagat tggtatttca gcaggatacc ctgcccaatg tccctggaat gtacacgttg 2220 

gaggcctcag gccagggctg tgtctatgtg cagacggtgt tgagatacaa tattctccct 2280 

cccacaaata tgaagacctt tagtcttagt gtggaaatag gaaaagctag atgtgagcaa 2340 

ccgacttcac ctcgatcctt gactctcact attcacacca gttatgtggg gagccgtagc 2400 

tcttccaata tggctattgt ggaagtgaag atgctatctg ggttcagtcc catggagggc 24 60 

accaatcagt tacttctcca gcaacccctg gtgaagaagg ttgaatttgg aactgacaca 2520 

cttaacattt acttggatga gctcattaag aacactcaga cttacacctt caccatcagc 2580 

caaagtgtgc tggtcaccaa cttgaaacca gcaaccatca aggtctatga ctactaccta 2640 

ccagatgaac aggcaacaat tcagtattct gatccctgtg aatga 2685 

<210> 112 
<211> 894 
<212> PRT 
<213> Homo sapiens 

<400> 112 

Gin Val Ser Leu Gly Phe Ser Pro Ser Gin Gin Leu Pro Gly Ala Glu 
1 5 10 15 

Val Glu Leu Gin Leu Gin Ala Ala Pro Gly Ser Leu Cys Ala Leu Arg 
20 25 30 

Ala Val Asp Glu Ser Val Leu Leu Leu Arg Pro Asp Arg Glu Leu Ser 
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Asn Arg Ser Val Tyr Gly Met Phe Pro Phe Trp Tyr Gly His Tyr Pro 
50 55 60 

Tyr Gin Val Ala Glu Tyr Asp Gin Cys Pro Val Ser Gly Pro Trp Asp 
65 70 75 80 

Phe Pro Gin Pro Leu lie Asp Pro Met Pro Gin Gly His Ser Ser Gin 
85 90 95 

Arg Ser He He Trp Arg Pro Ser Phe Ser Glu Gly Thr Asp Leu Phe 
100 105 " 110 

Ser Phe Phe Arg Asp Val Gly Leu Lys He Leu Ser Asn Ala Lys He 
115 120 125 

Lys Lys Pro Val Asp Cys Ser His Arg Ser Pro Glu Tyr Ser Thr Ala 
130 135 140 

Met Gly Ala Gly Gly Gly His Pro Glu Ala Phe Glu Ser Ser Thr Pro 
145 150 155 160 

Leu His Gin Ala Glu Asp Ser Gin Val Arg Gin Tyr Phe Pro Glu Thr 
165 170 " 175 

Trp Leu Trp Asp Leu Phe Pro He Gly Asn Ser Gly Lys Glu Ala Val 
180 185 190 

His Val Thr Val Pro Asp Ala He Thr Glu Trp Lys Ala Met Ser Phe 
195 200 205 

Cys Thr Ser Gin Ser Arg Gly Phe Gly Leu Ser Pro Thr Val Gly Leu 
210 215 220 

Thr Ala Phe Lys Pro Phe Phe Val Asp Leu Thr Leu Pro Tyr Ser Val 
225 230 235 240 

Val Arg Gly Glu Ser Phe Arg Leu Thr Ala Thr He Phe Asn Tyr Leu 
245 250 255 

Lys Asp Cys He Arg Val Gin Thr Asp Leu Ala Lys Ser His Glu Tyr 
260 265 270 

Gin Leu Glu Ser Trp Ala Asp Ser Gin Thr Ser Ser Cys Leu Cys Ala 
275 280 285 

Asp Asp Ala Lys Thr His His Trp Asn He Thr Ala Val Lys Leu Gly 
290 2 95 300 

His He Asn Phe Thr He Ser Thr Lys He Leu Asp Ser Asn Glu Pro 
305 310 315 320 

Cys Gly Gly Gin Lys Gly Phe Val Pro Gin Lys Gly Arg Ser Asp Thr 
325 330 335 



Leu He Lys Pro Val Leu Val Lys Pro Glu Gly Val Leu Val Glu Lys 
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Thr His 



340 

Ser Ser 
355 



Leu Leu Cys 



345 

Pro Lys 
360 



Gly Lys Val Ala 
365 



350 

Ser Glu Ser 



Val Ser Leu Glu Leu Pro Val Asp lie Val Pro Asp Ser Thr Lys Ala 
370 375 380 



Tyr Val 
385 



Thr Val 



Asp Gly Leu Val 



Leu Gly Asp lie Met Gly Thr Ala Leu 
390 395 

Gin Met Pro Ser Gly Cys Gly Glu Gin 
405 410 



Gin Asn Leu 
400 

Asn Met Val 
415 



Leu Phe 



Leu Leu 



Ala Pro 
420 

Thr Glu 
435 



He He Tyr 
Glu He Arg 



Val Leu 
425 

Ser Arg 
440 



Gin Tyr Leu Glu 



Ala Val Gly Phe 
445 



Lys Ala Gly 
430 

Leu Glu He 



Gly Tyr 
450 



Gin Lys 
Gly Glu 
Val Thr Lys Cys 



Ala Phe 
465 



Glu Leu Met 
455 

Arg Asp Gly 
470 

Phe Gly Gin 
485 



Tyr Lys His Ser Asn Gly 
4 60 

Asn Gly Asn Thr Trp Leu 
475 

Ala Gin Lys Phe He Phe 
490 



Ser Tyr Ser 



Thr Ala Phe 
480 

He Asp Pro 
495 



Lys Asn 
Ser Gly 



He Gin 
500 

Cys Tyr 
515 



Asp Ala Leu 



Ala Asn Val 



Lys Trp 
505 

Gly Asn 
520 



Met Ala Gly Asn 



Leu Leu His Thr 
525 



Gin Leu Pro 
510 

Ala Met Lys 



Gly Gly Val Asp Asp Glu Val Ser Leu Thr Ala Tyr Val Thr Ala Ala 
530 535 540 



Leu Leu 
545 



Glu Met 



Gly Lys Asp 
550 



Val Asp Asp Pro Met Val 
555 



Ser Gin Gly 
560 



Leu Arg Cys Leu 



Lys Asn Ser Ala Thr Ser Thr Thr Asn Leu Tyr Thr 
565 570 575 



Gin Ala 



Arg Asn 



Leu Leu 
580 

lie Leu 
595 



Ala Tyr He 
Leu Lys Gin 



Phe Ser 
585 

Leu Asp 
600 



Leu Ala Gly Glu 



Gin Gin Ala He 
605 



Met Asp He 
590 

He Ser Gly 



Glu Ser 
610 

Pro Trp 
625 



He Tyr 



Ser Glu 



Trp Ser Gin 
615 

Pro Ala Ala 
630 



Lys Pro Thr Pro Ser Ser 
620 

Val Asp Val Glu Leu Thr 
635 



Asn Ala Ser 



Ala Tyr Ala 
640 
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Leu Leu Ala Gin Leu Thr Lys Pro Ser Leu Thr Gin Lys Glu lie Ala 
645 650 655 

Lys Ala Thr Ser lie Val Ala Trp Leu Ala Lys Gin His Asn Ala Tyr 
660 665 670 

Gly Gly Phe Ser Ser Thr Gin Asp Thr Val Val Ala Leu Gin Ala Leu 
67 5 680 685 

Ala Lys Tyr Ala Thr Thr Ala Tyr Met Pro Ser Glu Glu lie Asn Leu 
690 695 700 

Val Val Lys Ser Thr Glu Asn Phe Gin Arg Thr Phe Asn lie Gin Ser 
705 ' 710 715 720 

Val Asn Arg Leu Val Phe Gin Gin Asp Thr Leu Pro Asn Val Pro Gly 
725 730 735 

Met Tyr Thr Leu Glu Ala Ser Gly Gin Gly Cys Val Tyr Val Gin Thr 
740 745 750 

Val Leu Arg Tyr Asn lie Leu Pro Pro Thr Asn Met Lys Thr Phe Ser 
755 760 765 

Leu Ser Val Glu He Gly Lys Ala Arg Cys Glu Gin Pro Thr Ser Pro 
770 775 780 

Arg Ser Leu Thr Leu Thr He His Thr Ser Tyr Val Gly Ser Arg Ser 
785 790 795 800 

Ser Ser Asn Met Ala He Val Glu Val Lys Met Leu Ser Gly Phe Ser 
805 810 815 

Pro Met Glu Gly Thr Asn Gin Leu Leu Leu Gin Gin Pro Leu Val Lys 
820 825 830 

Lys Val Glu Phe Gly Thr Asp Thr Leu Asn He Tyr Leu Asp Glu Leu 
835 * 840 845 

He Lys Asn Thr Gin Thr Tyr Thr Phe Thr He Ser Gin Ser Val Leu 
850 855 860 

Val Thr Asn Leu Lys Pro Ala Thr He Lys Val Tyr Asp Tyr Tyr Leu 
865 870 875 880 

Pro Asp Glu Gin Ala Thr He Gin Tyr Ser Asp Pro Cys Glu 
885 890 

<210> 113 

<211> 95 

<212> PRT 

<213> Homo sapiens 

<400> 113 
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Met Val Val He Asp Val Lys Met Leu Ser Gly Phe Thr Pro Thr Met 
15 10 15 

Ser Ser He Glu Glu Leu Glu Asn Lys Gly Gin Val Met Lys Thr Glu 
20 25 30 

Val Lys Asn Asp His Val Leu Phe Tyr Leu Glu Asn Gly Phe Gly Arg 
35 " 40 45 

Ala Asp Ser Phe Pro Phe Ser Val Glu Gin Ser Asn Leu Val Phe Asn 
50 55 60 

He Gin Pro Ala Pro Ala Met Val Tyr Asp Tyr Tyr Glu Lys Glu Glu 
65 70 75 80 

Tyr Ala Leu Ala Phe Tyr Asn He Asp Ser Ser Ser Val Ser Gin 
85 90 95 

<210> 114 
<211> 285 
<212> DNA 
<213> Homo sapiens 

<400> 114 

atggtggtta tagatgtaaa aatgctatca ggatttactc caaccatgtc atccattgaa 60 

gagcttgaaa acaagggcca agtgatgaag actgaagtca agaatgacca tgttcttttc 120 

tacttggaaa atggttttgg tcgagcagac agtttccctt tttctgttga gcagagcaac 180 

cttgtgttca acattcagcc agccccagcc atggtctacg attattacga aaaagaagaa 240 

tatgccctag ctttttacaa catcgacagt agttcagttt cccag 285 

<210> 115 

<211> 95 

<212> PRT 

<213> - Homo sapiens 

<400> 115 

Met Val Val He Asp Val Lys Met Leu Ser Gly Phe Thr Pro Thr Met 
1 5 " 10 15 

Ser Ser He Glu Glu Leu Glu Asn Lys Gly Gin Val Met Lys Thr Glu 
20 25 30 

Val Lys Asn Asp His Val Leu Phe Tyr Leu Glu Asn Gly Phe Gly Arg 
35 40 45 

Ala Asp Ser Phe Pro Phe Ser Val Glu Gin Ser Asn Leu Val Phe Asn 
50 55 60 

He Gin Pro Ala Pro Ala Met Val Tyr Asp Tyr Tyr Glu Lys Glu Glu 
65 70 75 80 

Tyr Ala Leu Ala Phe Tyr Asn He Asp Ser Ser Ser Val Ser Glu 
85 90 95 

<210> 116 
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<211> 285 
<212> DNA 
<213> Homo sapiens 

<400> 116 

atggtggtta tagatgtaaa aatgctatca ggatttactc caaccatgtc atccattgaa 60 

gagcttgaaa acaagggcca agtgatgaag actgaagtca agaatgacca tgttcttttc 120 

tacttggaaa atggttttgg tcgagcagac agtttccctt tttctgttga gcagagcaac 180 

cttgtgttca acattcagcc agccccagcc atggtctacg attactatga aaaagaagaa 240 

tatgccctag ctttttacaa catcgacagt agttcagttt ccgag 285 

<210> 117 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 117 

Asn Met Ala He Val Glu Val Lys Met Leu Ser Gly Phe Ser Pro Met 
15 10 15 

Glu Gly Thr Asn Gin Leu Leu Leu Gin Gin Pro Leu Val Lys Lys Val 
20 25 30 

Glu Phe Gly Thr Asp Thr Leu Asn He Tyr Leu Asp Glu Leu He Lys 
35 40 45 

Asn Thr Gin Thr Tyr Thr Phe Thr He Ser Gin Ser Val Leu Val Thr 
50 55 60 

Asn Leu Lys Pro Ala Thr He Lys Val Tyr Asp Tyr Tyr Leu Pro Asp 
65 70 75 80 

Glu Gin Ala Thr He Gin Tyr Ser Asp Pro Cys Glu 
85 90 

<210> 118 
<211> 276 
<212> DNA 
<213> Homo sapiens 

<400> 118 

aatatggcta ttgtggaagt gaagatgcta tctgggttca gtcccatgga gggcaccaat 60 

cagttacttc tccagcaacc cctggtgaag aaggttgaat ttggaactga cacacttaac 120 

atttacttgg atgagctcat taagaacact cagacttaca ccttcaccat cagccaaagt 180 

gtgctggtca ccaacttgaa accagcaacc atcaaggtct atgactacta cctaccagat 240 

gaacaggcaa caattcagta ttctgatccc tgtgaa 276 

<210> 119 

<211> 732 

<212> PRT 

<213> Homo sapiens 

<400> 119 

Gin Ala Glu Asp Ser Gin Val Arg Gin Tyr Phe Pro Glu Thr Trp Leu 
15 10 15 
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Trp Asp 

Thr Val 

Ser Gin 
50 

Phe Lys 
65 

Gly Glu 
Cys lie 



Leu Phe Pro lie Gly Asn Ser Gly Lys Glu Ala Val His Val 
20 25 30 

Pro Asp Ala lie Thr Glu Trp Lys Ala Met Ser Phe Cys Thr 
35 40 45 

Ser Arg Gly Phe Gly Leu Ser Pro Thr Val Gly Leu Thr Ala 
55 60 

Pro Phe Phe Val Asp Leu Thr Leu Pro Tyr Ser Val Val Arg 
70 75 80 

Ser Phe Arg Leu Thr Ala Thr lie Phe Asn Tyr Leu Lys Asp 
85 90 95 

Arg Val Gin Thr Asp Leu Ala Lys Ser His Glu Tyr Gin Leu 
100 105 110 



Glu Ser 

Ala Lys 
130 

Asn Phe 
145 

Gly Gin 
Lys Pro 
Ser Ser 



Leu Glu 
210 

Thr Val 
225 

Leu Val 



Ala Pro 



Trp Ala Asp Ser Gin Thr Ser Ser Cys Leu Cys Ala Asp Asp 
115 120 125 

Thr His His Trp Asn He Thr Ala Val Lys Leu Gly His He 
135 140 

Thr He Ser Thr Lys He Leu Asp Ser Asn Glu Pro Cys Gly 
150 155 160 

Lys Gly Phe Val Pro Gin Lys Gly Arg Ser Asp Thr Leu He 
165 ' 170 175 

Val Leu Val Lys Pro Glu Gly Val Leu Val Glu Lys Thr His 
180 185 190 

Leu Leu Cys Pro Lys Gly Lys Val Ala Ser Glu Ser Val Ser 
195 200 205 

Leu Pro Val Asp He Val Pro Asp Ser Thr Lys Ala Tyr Val 
215 220 

Leu Gly Asp He Met Gly Thr Ala Leu Gin Asn Leu Asp Gly 
230 235 240 

Gin Met Pro Ser Gly Cys Gly Glu Gin Asn Met Val Leu Phe 
245 ' 250 255 

He lie Tyr Val Leu Gin Tyr Leu Glu Lys Ala Gly Leu Leu 
260 265 270 



Thr Glu 



Gin Lys 
290 



Glu He Arg Ser Arg Ala Val Gly Phe Leu Glu lie Gly Tyr 
275 280 285 

Glu Leu Met Tyr Lys His Ser Asn Gly Ser Tyr Ser Ala Phe 
295 300 
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Gly Glu Arg Asp Gly Asn Gly Asn Thr Trp Leu Thr Ala Phe Val Thr 
305 310 315 320 

Lys Cys Phe Gly Gin Ala Gin Lys Phe lie Phe lie Asp Pro Lys Asn 
325 330 335 

lie Gin Asp Ala Leu Lys Trp Met Ala Gly Asn Gin Leu Pro Ser Gly 
340 345 " 3:*.0 

Cys Tyr Ala Asn Val Gly Asn Leu Leu His Thr Ala Met Lys Gly Gly 
355 360 365 

Val Asp Asp Glu Val Ser Leu Thr Ala Tyr Val Thr Ala Ala Leu Leu 
370 375 380 

Glu Met Gly Lys Asp Val Asp Asp Pro Met Val Ser Gin Gly Leu Arg 
385 390 395 400 

Cys Leu Lys Asn Ser Ala Thr Ser Thr Thr Asn Leu Tyr Thr Gin Ala 
405 410 415 

Leu Leu Ala Tyr lie Phe Ser Leu Ala Gly Glu Met Asp lie Arg Asn 
420 425 430 

lie Leu Leu Lys Gin Leu Asp Gin Gin Ala lie lie Ser Gly Glu Ser 
435 440 445 

lie Tyr Trp Ser Gin Lys Pro Thr Pro Ser Ser Asn Ala Ser Pro Trp 
450 455 460 

Ser Glu Pro Ala Ala Val Asp Val Glu Leu Thr Ala Tyr Ala Leu Leu 
465 470 475 480 

Ala Gin Leu Thr Lys Pro Ser Leu Thr Gin Lys Glu lie Ala Lys Ala 
485 490 495 

Thr Ser He Val Ala Trp Leu Ala Lys Gin His Asn Ala Tyr Gly Gly 
500 505 510 

Phe Ser Ser Thr Gin Asp Thr Val Val Ala Leu Gin Ala Leu Ala Lys 
515 520 525 

Tyr Ala Thr Thr Ala Tyr Met Pro Ser Glu Glu He Asn Leu Val Val 
530 535 540 

Lys Ser Thr Glu Asn Phe Gin Arg Thr Phe Asn He Gin Ser Val Asn 
545 550 555 560 

Arg Leu Val Phe Gin Gin Asp Thr Leu Pro Asn Val Pro Gly Met Tyr 
565 570 575 

Thr Leu Glu Ala Ser Gly Gin Gly Cys Val Tyr Val Gin Thr Val Leu 
580 585 590 



Arg Tyr Asn He Leu Pro Pro Thr Asn Met Lys Thr Phe Ser Leu Ser 
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595 600 605 

Val Glu lie Gly Lys Ala Arg Cys Glu Gin Pro Thr Ser Pro Arg Ser' 
610 615 620 

Leu Thr Leu Thr lie His Thr Ser Tyr Val Gly Ser Arg Ser Ser Ser 
625 630 635 ' 640 

Asn Met Ala lie Val Glu Val Lys Met Leu Ser Gly Phe Ser Pro Met 
645 650 655 

Glu Gly Thr Asn Gin Leu Leu Leu Gin Gin Pro Leu Val Lys Lys Val 
660 665 670 

Glu Phe Gly Thr Asp Thr Leu Asn lie Tyr Leu Asp Glu Leu lie Lys 
675 680 685 

Asn Thr Gin Thr Tyr Thr Phe Thr He Ser Gin Ser Val Leu Val Thr 
690 695 700 

Asn Leu Lys Pro Ala Thr He Lys Val Tyr Asp Tyr Tyr Leu Pro Asp 
705 710 715 720 

Glu Gin Ala Thr He Gin Tyr Ser Asp Pro Cys Glu 
725 730 

<210> 120 

<211> 2196 

<212> DNA 

<213> Homo sapiens 

<400> 120 

caagcagagg attctcaggt ccgccagtac ttcccagaga cctggctctg ggatctgttt 60 

cctattggta actcggggaa ggaggcggtc cacgtcacag ttcctgacgc catcaccgag 120 

tggaaggcga tgagtttctg cacttcccag tcaagaggct tcgggctttc acccactgtt 180 

ggactaactg ctttcaagcc gttctttgtt gacctgactc tcccttactc agtagtccgt 240 

ggggaatcct ttcgtcttac tgccaccatc ttcaattacc taaaggattg catcagggtt 300 

cagactgacc tggctaaatc gcatgagtac cagctagaat catgggcaga ttctcagacc 360 

tccagttgtc tctgtgctga tgacgcaaaa acccaccact ggaacatcac agctgtcaaa 420 

ttgggtcaca ttaactttac tattagtaca aagattctgg acagcaatga accatgtggg 480 

ggccagaagg ggtttgttcc ccaaaagggc cgaagtgaca cgctcatcaa gccagttctc 540 

gtcaaacctg agggagtcct ggtggagaag acacacagct cattgctgtg cccaaaagga 600 

aaggtggcat ctgaatctgt ctccctggag ctcccagtgg acattgttcc tgactcgacc 660 

aaggcttatg ttacggttct gggagacatt atgggcacag ccctgcagaa cctggatggt 720 

ctggtgcaga tgcccagtgg ctgtggcgag cagaacatgg tcttgtttgc tcccatcatc 780 

tatgtcttgc agtacctgga gaaggcaggg ctgctgacgg aggagatcag gtctcgggca 840 

gtgggtttcc tggaaatagg gtaccagaag gagctgatgt acaaacacag caatggctca 900 

tacagtgcct ttggggagcg agatggaaat ggaaacacat ggctgacagc gtttgtcaca 960 

aaatgctttg gccaagctca gaaattcatc ttcattgatc ccaagaacat ccaggatgct 1020 

ctcaagtgga tggcaggaaa ccagctcccc agtggctgct atgccaacgt gggaaatctc 1080 

cttcacacag ctatgaaggg tggtgttgat gatgaggtct ccttgactgc gtatgtcaca 1140 

gctgcattgc tggagatggg aaaggatgta gatgacccaa tggtgagtca gggtctacgg 1200 

tgtctcaaga attcggccac ctccacgacc aacctctaca cacaggccct gttggcttac 1260 

attttctccc tggctgggga aatggacatc agaaacattc tccttaaaca gttagatcaa 1320 

caggctatca tctcaggaga atccatttac tggagccaga aacctactcc atcatcgaac 1380 
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gccagccctt ggtctgagcc tgcggctgta gatgtggaac tcacagcata tgcattgttg ' 1440 

gcccagctta ccaagcccag cctgactcaa aaggagatag cgaaggccac tagcatagtg 1500 

gcttggttgg ccaagcaaca caatgcatat gggggcttct cttctactca ggatactgta 1560 

gttgctctcc aagctcttgc caaatatgcc actaccgcct acatgccatc tgaggagatc 1620 

aacctggttg taaaatccac tgagaatttc cagcgcacat tcaacataca gtcagttaac 1680 

agattggtat ttcagcagga taccctgccc aatgtccctg gaatgtacac gttggaggcc 1740 

tcaggccagg gctgtgtcta tgtgcagacg gtgttgagat acaatattct ccctcccaca 1800 

aatatgaaga cctttagtct tagtgtggaa ataggaaaag ctagatgtga gcaaccgact 1860 

tcacctcgat ccttgactct cactattcac accagttatg tggggagccg tagctcttcc 1920 

aatatggcta ttgtggaagt gaagatgcta tctgggttca gtcccatgga gggcaccaat 1980 

cagttacttc tccagcaacc cctggtgaag aaggttgaat ttggaactga cacacttaac 2040 

atttacttgg atgagctcat taagaacact cagacttaca ccttcaccat cagccaaagt 2100 

gtgctggtca ccaacttgaa accagcaacc atcaaggtct atgactacta cctaccagat 2160 

gaacaggcaa caattcagta ttctgatccc tgtgaa 2196 

<210> 121 

<211> 745 

<212> PRT 

<213> Homo sapiens 

<400> 121 

Gly His Pro Glu Ala Phe Glu Ser Ser Thr Pro Leu His Gin Ala Glu 
15 10 15 

Asp Ser Gin Val Arg Gin Tyr Phe Pro Glu Thr Trp Leu Trp Asp Leu 
20 25 30 

Phe Pro He Gly Asn Ser Gly Lys Glu Ala Val His Val Thr Val Pro 
35 40 45 

Asp Ala He Thr Glu Trp Lys Ala Met Ser Phe Cys Thr Ser Gin Ser 
50 55 60 

Arg Gly Phe Gly Leu Ser Pro Thr Val Gly Leu Thr Ala Phe Lys Pro 
65 70 75 80 

Phe Phe Val Asp Leu Thr Leu Pro Tyr Ser Val Val Arg Gly Glu Ser 
85 90 95 

Phe Arg Leu Thr Ala Thr He Phe Asn Tyr Leu Lys Asp Cys He Arg 
100 105 110 

Val Gin Thr Asp Leu Ala Lys Ser His Glu Tyr Gin Leu Glu Ser Trp 
115 120 125 

Ala Asp Ser Gin Thr Ser Ser Cys Leu Cys Ala Asp Glu Ala Lys Thr 
130 135 140 

His His Trp Asn He Thr Ala Val Lys Leu Gly His He Asn Phe Thr 
145 150 155 160 

He Ser Thr Lys He Leu Asp Ser Asn Glu Pro Cys Gly Gly Gin Lys 
165 170 175 

Gly Phe Val Pro Gin Lys Gly Arg Ser Asp Thr Leu He Lys Pro Val 
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180 



185 



190 



Leu Val Lys Pro Glu Gly Val Leu Val 
195 200 



Glu Lys Thr His Ser Ser Leu 
205 



Leu Cys 
210 



Pro Lys Gly Lys 



Val Ala Ser 
215 



Glu Ser Val Ser Leu Glu Leu 
220 



Pro Val 
225 



Asp lie Val Pro 
230 



Asp Ser Thr Lys Ala Tyr Val Thr Val Leu 
235 • 240 



Gly Asp He Met Gly Thr 
245 



Ala Leu Gin Asn Leu Asp Gly Leu Val Gin 
250 255 



Met Pro Ser Gly Cys Gly 
260 



Glu Gin Asn Met Val Leu Phe Ala Pro He 
265 270 



He Tyr Val Leu Gin Tyr Leu Glu Lys 
275 280 



Ala Gly Leu Leu Thr Glu Glu 
285 



He Arg 
290 



Ser Arg Ala Val 



Gly Phe Leu Glu He Gly Tyr Gin Lys Glu 
295 300 



Leu Met 
305 

Asp Gly 
Gly Gin 



Tyr Lys His Ser 
310 

Asn Gly Asn Thr 
325 

Ala Gin Lys Phe 
340 



Asn Gly Ser Tyr Ser Ala Phe Gly Glu Arg 
315 320 

Trp Leu Thr Ala Phe Val Thr Lys Cys Phe 
330 335 

He Phe He Asp Pro Lys Asn He Gin Asp 
345 350 



Ala Leu Lys Trp Met Ala Gly Asn Gin 
355 360 



Leu Pro Ser Gly Cys Tyr Ala 
365 



Asn Val 
370 



Gly Asn Leu Leu 



His Thr Ala Met Lys Gly Gly Val Asp Asp 
375 380 



Glu Val Ser Leu Thr Ala 
385 390 



Tyr Val Thr Ala Ala Leu Leu Glu Met Gly 
395 400 



Lys Asp Val Asp Asp Pro 
405 



Met Val Ser Gin Gly Leu Trp Cys Leu Lys 
410 415 



Asn Ser Ala Thr Ser Thr Thr Asn Leu 
420 425 



Tyr Thr Gin Ala Leu Leu Ala 
430 



Tyr He Phe Ser Leu Ala Gly Glu Met 
4 35 440 



Asp He Arg Asn He Leu Leu 
445 



Lys Gin 
450 



Leu Asp Gin Gin 



Ala He He Ser Gly Glu Ser He Tyr Trp 
455 460 



Ser Gin 
465 



Lys Pro Thr Pro 
470 



Ser Ser Asn Ala Ser Pro Trp Ser Glu Pro 
475 480 
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Ala Ala Val Asp Val Glu Leu Thr Ala Tyr Ala Leu Leu Ala Gin Leu 
485 490 495 

Thr Lys Pro Ser Leu Thr Gin Lys Glu He Ala Lys Ala Thr Ser He 
500 505 510 

Val Ala Trp Leu Ala Lys Gin Arg Asn Ala Tyr Gly Gly Phe Ser Ser 
515 520 525 

Thr Gin Asp Thr Val Val Ala Leu Gin Ala Leu Ala Lys Tyr Ala Thr 
530 ' 535 540 

Thr Ala Tyr Val Pro Ser Glu Glu He Asn Leu Val Val Lys Ser Thr 
545 550 555 560 

Glu Asn Phe Gin Arg Thr Phe Asn He Gin Ser Val Asn Arg Leu Val 
565 570 575 

Phe Gin Gin Asp Thr Leu Pro Asn Val Pro Gly Met Tyr Thr Leu Glu 
580 585 590 

Ala Ser Gly Gin Gly Cys Val Tyr Val Gin Thr Val Leu Arg Tyr Asn 
595 600 605 

He Leu Pro Pro Thr Asn Met Lys Thr Phe Ser Leu Ser Val Glu He 
610 615 620 

Gly Lys Ala Arg Cys Glu Gin Pro Thr Ser Pro Arg Ser Leu Thr Leu 
625 ^ 630 635 640 

Thr He His Thr Ser Tyr Val Gly Ser Arg Ser Ser Ser Asn Met Ala 
645 650 655 

He Val Glu Val Lys Met Leu Ser Gly Phe Ser Pro Met Glu Gly Thr 
660 665 670 

Asn Gin Leu Leu Leu Gin Gin Pro Leu Val Lys Lys Val Glu Phe Gly 
675 680 685 

Thr Asp Thr Leu Asn He Tyr Leu Asp Glu Leu He Lys Asn Thr Gin 
690 695 700 

Thr Tyr Thr Phe Thr He Ser Gin Ser Val Leu Val Thr Asn Leu Lys 
705 710 715 720 

Pro Ala Thr He Lys Val Tyr Asp Tyr Tyr Leu Pro Asp Glu Gin Ala 
725 730 735 

Thr He Gin Tyr Ser Asp Pro Cys Glu 
740 745 

<210> 122 
<211> 2237 
<212> DNA 
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<213> Homo sapiens 



<400> 122 

gtggtcatcc agaggctttt gagtcatcaa ctcctttaca tcaagcagag gattctcagg 60 

tccgccagta cttcccagag acctggctct gggatctgtt tcctattggt aactcgggga 120 

aggaggcggt ccacgtcaca gttcctgacg ccatcaccga gtggaaggcg atgagtttct 180 

gcacttccca gtcaagaggc ttcgggcttt cacccactgt tggactaact gctttcaagc 240 

cattctttgt tgacctgact ctcccttact cagtagtccg tggggaatcc tttcgtctta 300 

ctgccaccat cttcaattac ctaaaggatt gcatcagggt tcagactgac ctggctaaat 360 

cgcatgagta ccagctagaa tcatgggcag attctcagac ctccagttgt ctctgtgctg 420 

atgaagcaaa aacccaccac tggaacatca cagctgtcaa attgggtcac attaacttta 480 

ctattagtac aaagattctg gacagcaatg aaccatgtgg gggccagaag gggtttgttc 540 

cccaaaaggg ccgaagtgac acgctcatca agccagttct cgtcaaacct gagggagtcc 600 

tggtggagaa gacacacagc tcattgctgt gcccaaaagg aaaggtggca tctgaatctg 660 

tctccctgga gctcccagtg gacattgttc ctgactcgac caaggcttat gttacggttc 720 

tgggagacat tatgggcaca gccctgcaga acctggatgg tctggtgcag atgcccagtg 780 

gctgtggcga gcagaacatg gtcttgtttg ctcccatcat ctatgtcttg cagtacctgg 840 

agaaggcagg gctgctgacg gaggagatca ggtctcgggc agtgggtttc ctggaaatag 900 

ggtaccagaa ggagctgatg tacaaacaca gcaatggctc atacagtgcc tttggggagc 960 

gagatggaaa tggaaacaca tggctgacag cgtttgtcac aaaatgcttt ggccaagctc 1020 

agaaattcat cttcattgat cccaagaaca tccaggatgc tctcaagtgg atggcaggaa 1080 

accagctccc cagtggctgc tatgccaacg tgggaaatct ccttcacaca gctatgaagg 1140 

gtggtgttga tgatgaggtc tccttgactg cgtatgtcac agctgcattg ctggagatgg 1200 

gaaaggatgt agatgaccca atggtgagtc agggtctatg gtgtctcaag aattcggcca 1260 

cctccacgac caacctctac acacaggccc tgttggctta cattttctcc ctggctgggg 1320 

aaatggacat cagaaacatt ctccttaaac agttagatca acaggctatc atctcaggag 1380 

aatccattta ctggagccag aaacctactc catcatcgaa cgccagccct tggtctgagc 1440 

ctgcggctgt agatgtggaa ctcacagcat atgcattgtt ggcccagctt accaagccca 1500 

gcctgactca aaaggagata gcgaaggcca ctagcatagt ggcttggttg gccaagcaac 1560 

gcaatgcata tgggggcttc tcttctactc aggatactgt agttgctctc caagctcttg 1620 

ccaaatatgc cactaccgcc tacgtgccat ctgaggagat caacctggtt gtaaaatcca 1680 

ctgagaattt ccagcgcaca ttcaacatac agtcagttaa cagattggta tttcagcagg 1740 

ataccctgcc caatgtccct ggaatgtaca cgttggaggc ctcaggccag ggctgtgtct 1800 

atgtgcagac ggtgttgaga tacaatattc tccctcccac aaatatgaag acctttagtc 1860 

ttagtgtgga aataggaaaa gctagatgtg agcaaccgac ttcacctcga tccttgactc 1920 

tcactattca caccagttat gtggggagcc gtagctcttc caatatggct attgtggaag 1980 

tgaagatgct atctgggttc agtcccatgg agggcaccaa tcagttactt ctccagcaac 2040 

ccctggtgaa gaaggttgaa tttggaactg acacacttaa catttacttg gatgagctca 2100 

ttaagaacac tcagacttac accttcacca tcagccaaag tgtgctggtc accaacttga 2160 

aaccagcaac catcaaggtc tatgactact acctaccaga tgaacaggca acaattcagt 2220 

attctgatcc ctgtgaa 2237 

<210> 123 
<211> 56 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> INSP088-PCR1F Primer 
<400> 123 

ttttccctgg tttttctggc atctcccctc gtggccattg tggaagtgaa gatgct 56 

<210> 124 
<211> 35 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> INSP088-PCR1R Primer 
<400> 124 

gtgatggtga tggtgacagg gatcagaata ctgaa 35 



<210> 


125 


<211> 


69 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


IL12P40-SP1 Primer 


<400> 


125 



atgtgtcacc agcagttggt catctcttgg ttttccctgg tttttctggc atctcccctc 60 



gtggccata 


<210> 


126 


<211> 


55 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


GCPF-SP Primer 


<400> 


126 



ggggacaagt ttgtacaaaa aagcaggctt cgccaccatg tgtcaccagc agttg 55 



<210> 


127 


<211> 


51 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


GCP Reverse Primer 


<400> 


127 



ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt g 51 

<210> 128 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> SP6 Primer 

<400> 128 

atttaggtga cactatag 18 

<210> 129 
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<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



pEAK12F Primer 



<400> 129 
gccagcttgg cacttgatgt 

<210> 130 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pEAK12R Primer 

<400> 130 
gatggaggtg gacgtgtcag 

<210> 131 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



20 



20 



<220> 
<223> 



21M13 Primer 



<400> 131 
tgtaaaacga cggccagt 

<210> 132 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



18 



<220> 
<223> 



M13REV Primer 



<400> 132 
caggaaacag ctatgacc 

<210> 133 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



18 



<220> 
<223> 



INSP088-CP1 Primer 



<400> 133 
gagccgtagc tcttccaata 



20 



<210> 



134 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> INSP088-CP2 Primer 

<400> 134 

gctggactta cctcattcac 20 

<210> 135 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> INSP088-CP3 Primer 

<400> 135 

gtggtcatcc agaggcttt 19 

<210> 136 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> INSP088-SP1 Primer 

<400> 136 

ggacagcaat gaaccatgtg 20 

<210> 137 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> INSP088-SP2 Primer 

<400> 137 

cacagcaatg gctcatacag 20 

<210> 138 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> INSP088-SP3 Primer 

<400> 138 

agccagaaac ctactccatc 20 

<210> 139 
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<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> T7 Primer 
<400> 139 

taatacgact cactatagg 19 

<210> 140 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> T3 Primer 

<400> 140 

attaaccctc actaaagg 18 
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